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Advisees:             
Graduate Students: 
Emily Smith (2021 – present) – Genome Science and Technology, University of Tennessee 
 
Postdoctoral Research Associates: 
 
Hannah Valentino (2021 – present) 
 PhD, Virginia Tech 
Oumar Sacko (2021 – present) 
 PhD, Old Dominion University 
Christopher Azubuike (2021 – present) 
 PhD, Newcastle University, United Kingdom 
Marco Allemann (2020 – present) 
 PhD, University of California, San Diego  
Delyana Vasileva (2019 – present) 
 PhD, University of Tokyo, Japan 
Stephan Christel (2019 – present)  

PhD, Linnaeus University, Sweden 
Julie Chaves (2018 – 2021)  

PhD, University of California, Berkeley. Currently at Inscripta. 
Gerald Presley (2018 – 2019) 

PhD, University of Minnesota. Currently Assistant Professor, Oregon State University. 
 
 
Other: 
Brandy Barber (2019-2020) – Post-bachelors research associate, University of Tennessee 
Timkhite-Kulu Berhane (2019-2020) – Post-masters research associate, University of Tennessee 
Zach Schmitz (2018) – Undergraduate, MIT 
Jacob Cecil (2017) – Undergraduate, University of Tennessee 
Jessica Velez (2017) – PhD student, University of Tennessee 
Danika Nimlos (2016) – Undergraduate, University of California, Berkeley 
Aline Carmago-Neves (2014) – PhD student, University of São Paulo 
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American Institute of Chemical Engineers (AIChE) 
American Society for Microbiology (ASM) 
International Metabolic Engineering Society (IMES) 
Society for Industrial Microbiology and Biotechnology (SIMB) 
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DOE Early Career Award (2019-2024) 
Oak Ridge Postdoctoral Association Mentor of the Year (2019) 
DOE Distinguished Staff Fellowship (2015-2018) 
NIH NRSA Postdoctoral Fellowship (2012-2015) 
Nordic Research Fellowship (2011) 
NSF Graduate Research Fellowship (2018-2011) 
Roger de Friez Hunneman Prize (2006) 
Phi Beta Kappa (2006) 
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Editorial Board, Applied and Environmental Microbiology (2020-2022) 
Session chair, ASM Annual Meeting (2021) 
Session chair, AIChE Annual Meeting (2015, 2018-2021) 
Session chair, SIMB Annual Meeting (2019) 
iGEM Championship Judge (2012-2014, 2018) 
Invited panelist, NSF workshop on “Creating a Research Agenda for the Ecological Implications of 

Synthetic Biology” (January 2014) 
Invited panelist, Sloan Foundation workshop on “Governance Approaches for Synthetic Biology” 

(June 2014) 


